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¥ Latest significant release notes

The release notes of
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(6.3 Switch to ‘General
Dataset Analysis’ Panel to
perform general analysis
based on the selected

L dataset(s).
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@) Confirm that
whether to select the
appropriate dataset(s).

@ Select one of
analytical methods.

@ Set the analytical
parameters and, then
submit the analysis.
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TIP: Filter samples
based on phenotype.
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® Download the plot result.

®) Show the analytical result and data.

» Link to the tutorial book to see the detailed guide of all 5 supported analytical methods.
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®) Show the analytical result plot.

» Link to the tutorial book to see the detailed guide of all supported custom TPC modules. 6
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6.2 Download the result plot and analytical data.

» Link to the tutorial book to see the detailed guide of all supported custom TPC modules.
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®) Select one type
of pipelines.

® Set parameters;
submit analysis and
download results
through S3 step.

» Link to the tutorial book to see the detailed guide of all supported personalized TPC pipelines.
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@ Download
molecular data of
TPC samples

Part1: Download molecular data
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®) Download raw data
based on integrated TPC
analysis

@ Download other
meta-data of TPC
samples, directly.

» Link to the tutorial book to see another way to download molecular data based on repository datasets.
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/ 1
1
6. Pathway activity / 7 mRNA Expression OR4G4P ENSGO0000268020.3 chrl 52473 53312 + :
1
n 1
p ] mRNA Expression OR4G11P ENSGO0000240361.1 chri 62948 63887 | + I
’ 1
/I 9 mRNA Expression OR4F5 ENSGD0000186092.4 chri 69091 70008 | + :
1 1
’ 10  mRNA Expression RP11-34P13.7 ENSGO0000238009.6 chri 39295 133723 | - 1
1 1
7
/ Showing 1 to 10 of 60,498 entries Previous ‘ 1 ‘ 2 3 4 5 6,p50 MNext :
/ — 1
1
1
\

1

1

/ 1
|4 A4

@ Select the subtype ® Show the metadata information of @) Search the integrated
(Level 2) of identifiers. corresponding identifiers (Level3). identifiers of TPC data

10


https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html

