
① Navigation Bar
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② The brief introduction of 
UCSCXenaShiny v2 and three 
external links to other pages.

③ ‘Daily Gene’ Panel: Sample a 
random gene everyday to query 
the most related cancer type.

④ ‘Pan-Cancer Query’ Panel: Select 
one omics molecule to explore its 
pan-cancer feature. See more details 
in next page.

⑤ Dynamic gallery slide to display 
main function of each tab panel.

⑥ The shortcuts for custom TCGA 
modules in ‘Custom T•P•C Modules’ 
tab panel.

⑦ The shortcuts for personalized 
TCGA pipelines in ‘Personalized 
T•P•C Pipelines’ tab panel.

⑧ The release notes of 
recent main update.
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https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
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④ ‘Pan-Cancer Query’ Panel

4.1 Molecular comparison 
between tumor and normal.

4.2 Multi-faceted analysis 
HTML report for one molecule.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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① Navigation Bar

② The data frame to display all eligible UCSC Xena datasets.

③ Filter datasets by 
data hubs.

④ Filter datasets of 
one cohort.

⑤ Filter datasets by 
data types.

⑥ Filter datasets by data types.

⑦ Three operations for selected datasets. See more details in 
next page. 

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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TIP: Multiple 
datasets can be 

selected.

6.1 Show the metadata information 
of selected dataset(s).

6.2 Provide different ways to 
download the selected dataset(s).

6.3 Switch to ‘General 
Dataset Analysis’ Panel to 
perform general analysis 
based on the selected 
dataset(s).

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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① Navigation Bar

② Confirm that 
whether to select the 
appropriate dataset(s).

③ Select one of 
analytical methods.

④ Set the analytical 
parameters and, then 
submit the analysis.

⑤ Show the analytical result and data.

⑥ Download the plot result.

TIP: Filter samples 
based on phenotype.

➢ Link to the tutorial book to see the detailed guide of all 5 supported analytical methods.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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① Navigation Bar

② Select one type 
of modules.

③ Select one 
specific module.

④ Set the analytical 
parameters and, then 
submit the analysis.

⑤ Show the analytical result plot. 

⑥ Adjust plot 
parameters and 
download results. 
See more details 
in next page. 

➢ Link to the tutorial book to see the detailed guide of all supported custom TPC modules.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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➢ Link to the tutorial book to see the detailed guide of all supported custom TPC modules.

6.1 Adjust plot parameters and resubmit 
the analysis to update the plot.

6.2 Download the result plot and analytical data.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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➢ Link to the tutorial book to see the detailed guide of all supported personalized TPC pipelines.

① Navigation Bar

② Select one type 
of pipelines.

③ Select one specific 
mode of pipelines.

④ Prepare the 
sample range and 
tumor data through 
S1 step.

⑤ Fetch the analytical 
data through S2 step.

⑥ Set parameters;
submit analysis and 
download results 
through S3 step.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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① Navigation Bar
② Download raw data 
based on integrated TPC 
analysis

③ Download 
molecular data of 
TPC samples

④ Download other 
meta-data of TPC 
samples, directly.

➢ Link to the tutorial book to see another way to download molecular data based on repository datasets.

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/custom-tpc.html
https://lishensuo.github.io/UCSCXenaShiny_Book/download.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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① Navigation Bar

② Search the integrated 
identifiers of TPC data

③ Select the main 
type (Level 1) of 
identifiers.

④ Select the subtype 
(Level 2) of identifiers.

⑤ Show the metadata information of 
corresponding identifiers (Level3).

https://lishensuo.github.io/UCSCXenaShiny_Book/home.html
https://lishensuo.github.io/UCSCXenaShiny_Book/repo.html
https://lishensuo.github.io/UCSCXenaShiny_Book/general-da.html
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https://lishensuo.github.io/UCSCXenaShiny_Book/per-tpc-1.html
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